In the title molecule, C 24 H 17 ClN 4 O 3 S, the central tricyclic moiety is twisted slightly, as indicated by the dihedral angles of 4.86 (5) and 0.97 (6) , respectively, between the five-membered ring and the C 3 N 3 and pyridyl rings. Additionally, the chlorobenzene ring makes a dihedral angle of 65.80 (5) with the pyridyl ring. Weak C-HÁ Á ÁO, C-ClÁ Á ÁN [3.0239 (13) Å ] and -stacking interactions [inter-centroid distance between thienyl rings = 3.6994 (8) Å , and between thienyl and pyridyl rings = 3.7074 (8) Å ] contribute to the molecular packing. The ethyl group in the ester moiety is disordered over two sets of sites, with the major component having an occupancy of 0.567 (11).
data reports
In the crystal, weak C8-H8AÁ Á ÁO1 i hydrogen bonds (Table 1 ) form chains parallel to (100). Intercalation of adjacent chains is aided by slipped -stacking interactions between centrosymmetrically related thienyl rings [intercentroid distance = 3.6994 (8) Å ; Àx, Ày, 1 À z] and the between thienyl and pyridyl rings [inter-centroid distance = 3.7074 (8) Å ; Àx, 1 À y, 1 À z]. In the latter interaction, the dihedral angle between the planes is 0.97 (7) . This intercalation forms sheets which are associated through Cl1-N1(À1 + x, y, z) interactions with ClÁ Á ÁN distances of 3.024 (1) Å . This is 0.28 Å less than the sum of the corresponding van der Waals radii and is thus considered to be an attractive interaction. The ethyl group of the ester is disordered over two sets of sites by a rotation of approximately 13 about the C7-O3 bond.
Synthesis and crystallization
The title compound was synthesized according to our reported method (Mohamed et al., 2007) . Single crystals of the title compound were obtained by recrystallization from an ethanol solution to afford colourless plates suitable for X-ray diffraction. Yield (81%); M.p. 453-454 K. IR: 1720 (C O, ester), 1660 (C O, triazinone) cm -1. 1 H NMR (CDCl 3 ): = 7.1-7.6 (m, 9H, ArH), 4.1 (q, 2H, OCH 2 ), 2.7 (s, 3H, CH 3 at C-7), 1.1 (t, 3H, CH 3 of ester group).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .The ethyl group in the ester moiety is disordered over two sets of sites in approximately equal amounts; major component = 0.567 (11). The two components of the disorder were refined with restraints so that their geometries are comparable. Table 1 Hydrogen-bond geometry (Å ,  ) . Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXTL (Sheldrick, 2008) , SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) and DIAMOND (Brandenburg & Putz, 2012) .
Figure 1
Perspective view of the title molecule with labelling scheme and 50% probability ellipsoids. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Hatoms attached to carbon were placed in calculated positions (C-H = 0.95 -0.99 Å) and included as riding contributions with isotropic displacement parameters 1.2 -1.5 times those of the attached atoms. The ethyl group in the ester moiety is disordered over two sites in approximately equal amounts. The two components of the disorder were refined with restraints that their geometries be comparable. 
